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Glutelin is a major storage protein of rice endosperm. We (1) and others (2-4) have
previously reported heterogeneity in rice glutelin genes. We reported here the nucleotide
sequence of a cDNA encoding a previously undescribed glutelin polypeptide. The cDNA
was isolated from a Agt10 cDNA library prepared from immature rice endosperm RNA and
kindly provided by Dr. Susan Wessler from University of Georgia. The nucleotide sequence
(1647 bp) and the inferred amino acid sequence (499 residues) are shown below. The
amino acid sequence is identical 63% and 80% of the alignment positions when compared
to the sequences encoded by clone pREE61 (2,3) and clone ARG21 (4), respectively. The
arrow between amino acids 24 and 25 indicates the predicted signal peptide cleavage site.
The arrow between amino acids 303 and 304 indicates the proteolytic cleavage site between
the acidic and basic subunits. Putative polyadenylation signal sequences are underlined.

GAATTCCCCATAAGCAAGTACAAATAGCT
ATG&GAGTTCCGTTTTC‘I’CYCGGTTTTC‘I’ATATACTTTTGTGTTCTTC'I’ATTA'I’GCCA'I'GGTTCTATGGC?CAGCTATTYMTCCCWCCATGGCMAGTCCTCGGCMBGA
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S L Lt F NP T
AGTTTTAGGGAGTGTAGAT TTGATAGACTACAAGCAT TTGAACCACT TCGGAAAGTGAGGTCAGAAGC TGGGGTGACTGAGTACTTCGATGAGAAGAATGAAT TATTCCAGTGCACGGGT
S FRECRFDRLQAFEPLRKVYRSEAGYTEYFDEKNELFQCTE
ACTTTTGTGATCCGACGTGTCATTCAGCCTCAAGGCCTTTYGGTACCTCGATACACAAATATTCCTGGCGTGGTCTACATCATCCAAGGGAGAGGT TCTATGGGTTTAACCTTCCCCGGT
TFYIRRVIQPQGLLYPRYTNIPGV VY 6 R S 6 LT F PG
TGCCCTGCEACTTACCAGCAACAATTCCAACAATTTTCATCTCAAGGCCAAAGTCAGAGCCAAAAGT T TAGAGATGAGCACCAAAAGATTCATCAAT TTAGGCAAGGAGACATTGTTGCA
CPATYQQQFQQFSSQG6QQSQSQKEFRDE H R 6
CTCCCAGCTGETGTTGCACAT TGGT TCTACAATGATGGTGATGCACCTATTGT TGCCGTATATGTTTATGACGTAAACAACAACGCCAATCAGCTTGAACCTAGGCAAAAGGAGT TCCTA
lftPAGVAHVFVNDGDAPlVAVY¥VDVlIOIIIAI|Q EPRQKETFL

L) CAAAGAGGAGAGA
I MNAVAAKRLQSQNKDQRGETITIHYKNGELQLLKPTLTQQQEQ QA
CAAGCACAAGATCAATA TACAGTGAACGACAGCAAACA \TT GAGAG

\TCAACAAGTTCAA TCTTCTCGATGGAACGGATTGGAGEAGAACT TTTGCACGATCAAGGT TAAACATTGAAAATCCT
QAQDQYOQOQVQYSER S SRWNGI EENFCT I VRV NLIEN
AGTCGTGLTGAT TAACAAGTGTCAATAGTCAGAAGTTCCCCATCCTTAACCTCATCCAAATGAGCGC TACCAGAGTAAACCTATACCAGAATGCT

RAGRITSVHESQKFPILNLIQHNSATRVYNLYQNA
ATTCTCTCECCGTTCTGGAACGTCAATGCTCATAGTTTGGTCTATATGATTCAAGGGCGATCTCGAGT TCAAGTCGTTAGTAACT TTGGAAAGACTGTGT TTGATGGTGTCCTTCGCCCA
Q 6 R R v v F 6 v 6

T
AQLLITIPQHRYAVLKKAEREGCQYIAIKTNANAFVYSHLAG K
AACTCAGTATTCCGTGCCTTECCAGTTGATETAGTCECTAATECOTATCGCATCTCAAGGGAGCAAGCCCBAAGCC TCAAGAACAACAGGGGAGAAGAGCACGSTECC TTCACTCCTAGA
NSVFRALPYVDYYANAYRISREQARSLTEKNNRGETEHGAEFTEPR
TTTCAACAACAATACTACCCAGGATTATCGAATGAGTCCEAAAGCGAGACCTCAGAGTAATGTAATTGAGAACTAGTATCGGCGTAGAG TAAAATAAAACACCACAAGTATGACACTTGE
FQAQQYYPGLSNKNESTESTETSE-® 499
TGETGATTCTGTTCGATATCAGTACTAMTAAAGGTTACAAACTTCTTAAAAAAAARA 1647
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